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nﬂuenza activities in Indonesia in 2010-2011
. Setiawaty1,∗, R. Roselinda2, O.D. Sampurno2
National Institute of Health Research and Development, Jakarta,
ndonesia
Center for Biomedical and Basic Technology of Health, NIHRD,
akarta, Indonesia
Background: Since 1975, Ministry of Health Republic of
ndonesia acted as a National Inﬂuenza Center (NIC) for Indonesia
hich has role tomonitor circulating Inﬂuenza strains in Indonesia
nd participating in WHO consultative meeting for Inﬂuenza vac-
ine strain. Recently, Ministry of Health develops the join network
f 24 Primary Health Centers (PHCs) in 24 provinces from the
iverse regions of the country to conduct ILI (Inﬂuenza Like Illness)
urveillance.
Methods: The surveillance activities include the epidemiology
ndvirologyaspect. EachPHCs collects the specimens from ILI cases
nd send the specimens to designated laboratory.
Results: The types of seasonal inﬂuenza are Inﬂuenza A and
nﬂuenza B. The subtypes of Inﬂuenza A are H1N1 and H3N2,
ut since 2010 the subtypes of seasonal inﬂuenza is add by the
1N1pdm09. Since 2007, in the average of the proportion number
f inﬂuenza A each year around 15 - 20%, while inﬂuenza B around
to 10%. The dominant subtypes vary each year. In 2010 and 2011,
he dominant subtype of Inﬂuenza A is H3N2 and H1N1pdm09
espectively. The ﬂu season based on Inﬂuenza-Like Illness surveil-
ancedata in Indonesia cannot bepredicted since theweather of dry
nd rainy season are also unpredictable due to the global warming.
he highest inﬂuenza case is in the age group of 5 until 15 years old.
owever, there is no signiﬁcant different number of cases between
ale and female. Inﬂuenza that caused outbreak in Indonesia is
vian Inﬂuenza which is Inﬂuenza A subtype H5N1. By the end of
ctober 2011, Indonesian reported 181 cumulative cases and 149
atal cases of Inﬂuenza H5N1.
Conclusion: The inﬂuenza surveillance in Indonesia is very
mportant due to monitoring the circulating inﬂuenza strain and
lso to provide information for the national program to control
nﬂuenza and pandemic inﬂuenza preparedness. The surveillance
ata is also important for the global vaccine selection strain
ttp://dx.doi.org/10.1016/j.ijid.2012.05.325
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echnical improvement of targeted information surveillance
. ShigematsuNational Institute of Infectious Diseases, Tokyo, Japan
Background:Thenewandeffective surveillance for early detec-
ion, alerting and response (EARS) was requested to member statesnfectious Diseases 16S (2012) e2–e157
as a core capacity of the International Health Regulation revised
in 2005. EARS could be syndromic, emergency department based,
ambulance usage. However, rumour surveillance targeting internet
based information is one major category of EARS since the GPHIN
(Global Public Health Intelligence Network) started to serve the
World Health Organization as their early detection tool. Currently,
three major precedent system and several more functioning sys-
tems of EARS exist globally.
Methods: One of the challenges faced by those systems collat-
ing information as data is reduction of the high volume “noise”.
We created Japanese language based Bayesian ﬁlter to tackle this
challenge. Filter follows simple logical thinking steps to narrow
down the inﬂow to those relevant to the topic of our interest and
the function shall be improved prospectively. Our in-house system
with function of web crawler is recruited for the study. The sys-
temhas focusedmission to collate infection derived frombiological
materials including transfusion blood and live vaccine.
Results: Results show the huge reduction of the none-relevant
information from the daily collected 30,000 to 40,000 informa-
tion. Thus, the remaining volume for assessors to analyze became
only 2.5% of the original collection. Qualitative manual analysis of
reduced 15% information revealed that no false negative included.
The categorization by key words after noise ﬁltering revealed dif-
ferent trends of biological material related infection or suspected
symptoms information between English and Japanese information
sources. The biggest limitation is that the ﬁlter is only function for a
single language. Existinggrammatical differences among languages
require tailor made ﬁlters for each.
Conclusion: The Bayesian ﬁlter for information noise reduc-
tion functions effectively for EARS information collation system.
Combining with the duplication exclusion mechanism, this will
drastically reduce assessor’s work load burden. However, further
exploration is needed to cover major languages used in this world.
http://dx.doi.org/10.1016/j.ijid.2012.05.326
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Hazard and risk mapping of malaria disease in Iran: An 11 year
trend
M. Siavashi1,∗, E. Mostafavi2, A. Noori2
1 pasteur Institute of Iran, Tehran, Iran, Islamic Republic of
2 Pasteur Institute of Iran, Tehran, Iran, Islamic Republic of
Background: Malaria as a major public health problem in the
tropical and subtropical regions of the world is an endemic disease
in the south and southeastern of the Iran. There is a few evidence
about the vulnerability, hazard and risk of this disease in Iran and
it,s awareness can be an essential issue. The aimof this survey is the
assessment of the 11 year trend and determination of the hazard
and risk of this disease in Iran
Methods: Data was obtained in Iran’s Centers for Disease Con-
trol and Prevention (CDC). Data regarding to frequency of Malaria
which reported to CDC, classiﬁed according to provinces and theEXCEL (2007) software. Thehazard and riskmapsweredrawnusing
ARC GIS software.
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Results: The results showed that the cases of malaria decreased
uring theﬁrst 5 years of the study (1998 to2002) despite of a slight
ncrease in 2003. The most cases were reported from provinces of
he Sistan and Blochestan, Hormozgan and Kerman with frequency
f 108750, 44650 and 16759 respectively. The most hazard rates
elonged to Sistan and Blochestan and Hormozgan Provinces, and
he most risk maps were related to these three provinces.</p
Conclusion: This survey showd that although in the high risk
rovinces the number of reported cases are still high but in recent
1 years the trend of malaria decresed, that can be due to some
ffective interventions and also decrease raining rate in recent
ears that affected the generation of Anopheles mosquitoes.
ttp://dx.doi.org/10.1016/j.ijid.2012.05.327
ype: Poster Presentation
inal Abstract Number: 41.052
ession: Infectious Disease Surveillance
ate: Thursday, June 14, 2012
ime: 12:45-14:15
oom: Poster & Exhibition Area
LST typing of Enterococcus faecium and Enterococcus fae-
alis recovered from healthy pigs and chickens across Europe
nd sequence type comparisons with the international MLST
atabase
. Simjee1,∗, J. Blackman Northwood2, T.R. Shryock3, A. de Jong4,
. Willems5 , C. EASSA Study Group6
Elanco Animal Health, Basingstoke, United Kingdom
Quotient Bioresearch, Cambridge, United Kingdom
Elanco Animal Health, Greenﬁeld, IN, USA
Bayer Animal Health, Monheim, Germany
University Medical Center Utrecht, Utrecht, Netherlands
CEESA, Brussels, Belgium
Background: The European Antimicrobial Surveillance in Ani-
als (EASSA) program is dedicated to the collection of zoonotic
nd commensal bacteria from healthy cattle, pigs and chickens at
laughter. The aim of this study was to determine the genetic relat-
dness of randomly selected E. faecium (Em) and E. faecalis (Es)
solates, from chickens and pigs, by multi-locus sequence typing
MLST) and comparisons against an international MLST database
ncluding STs of human isolates
Methods: Epidemiologically unrelated 32 Em and 29 Es from
hickens and pigswere analysed as described on theMLSTwebsite.
omparisons were done against an international database (IDb)
f isolates from hospitalised and community humans, pigs, cat-
le, chickens, other animals, foods and the environment,using the
BURST algorithm.
Results: Allele numbers were assigned to new alleles of 4×Em
nd 8×Es MLST loci. New allelic proﬁles for 10×Em and 4×Es were
ssigned new sequence types (STs). Of the 32 Em isolates only 1
hicken isolate grouped in CC17. In chicken Em, 47% of the isolates
ad a unique ST, 20% had a ST also found among clinical isolates
f hospitalized patients and 47% had a ST found among poultry. In
ig Em, 38% STs were identical to STs found among isolates from
ospitalizedpatients, and84%STsmatchedSTs found in thepig. The
s population is characterized by the presence of a number of CCs
nwhich hospital-derived isolatesmay be considered as equivalent
o the Em CC17and are represented by CC2, CC9, CC11 and CC88. Of
he 29 Es isolates, only one pig isolate grouped in CC11. In pigs Es,
7% were identical to STs found among isolates from hospitalized
atients, while 71% were identical to STs found in the pig IDb. Fornfectious Diseases 16S (2012) e2–e157 e145
chicken Es, 17% had a unique ST, 75% had a ST also found among
hospitalizedpatients, and50%hadaST foundamongmainlyhuman
community isolates.
Conclusion: Comparison of MLST data of the chicken and pif
Em and Es isolates from the EASSA project with isolates contained
in IDb indicated that 27/28 (96%) Em and 28/29 (96%) Es animal-
derived isolates did not group with Em CC17.
http://dx.doi.org/10.1016/j.ijid.2012.05.328
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Prevalence of intestinal parasitic infections in patients referred
to health centers of Qom 2007-2009
F. Tabatabaei1,∗, Z. Abrehdari Tafreshi2, N. Khabbazzade Tehrani2,
S. Zarrati 2
1 Tehran university of medical sciences, Tehran, Iran, Islamic Republic
of
2 Science and Research Branch Islamic Azad University, Tehran, Iran,
Islamic Republic of
Background: Parasites, including helminthes and protozoa, are
regarded as a major health and economic concern in many parts
of the world.These organisms have a worldwide distribution,such
that no place can be foundwithout some types of parasitic diseases.
Epidemiological data and the accurate statistics are not available
on the recent years’ prevalence of parasitic infections in Qom
province. Considering the speciﬁc condition of Qom province in
hosting large numberof pilgrims and immigrants, the current study
was performed to determine the prevalence of intestinal parasitic
infections in patients referred to health centers of Qom province.
Methods: This descriptive cross-sectional study was performed
on stool specimens from patients referred to the health centers
of Qom province. We totally evaluated 117,403 fecal samples by
formalin-ether acetate and direct panning technique for presence
of the parasite. Moreover,scotch tape method was used for detec-
tion ofOxyurisvermicularis. Demographic data were recorded in the
patients’ questionnaires and the results were analyzed using sta-
tistical tests.
Results: Within the 117,403 fecal samples evaluated, proto-
zoa, Giardiasis, and then Entamoeba Coli were the most frequently
observed parasites.The lowest infection rate was related to Oxyuris
vermicularis. The three-year prevalence percentage was deter-
mined to be 6.7%.Most infections occurred in spring and summer,
in the age group below 10, and in residents of suburbs and villages.
The Infection rates were almost similar in the two sexes.
Conclusion: Distribution and transmission of many parasitic
infections can be avoidedby removing the shortcomings in envi-
ronmental health facilities, sanitary disposal of garbage, and
improvement in quality of drinking water. Moreover, case ﬁnding,
care and treatment follow up, and education of personal and public
health can play an important role in promoting the community’s
health level. The statistics reported on the frequency rate of par-
asitic infections in different areas are different. These differences
originate from the varieties in geographical and climate conditions,
personal and public health, population density, and the immune
system condition of different individuals. Results of the study can
be helpful for those in charge of health affairs in providing more
